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<221> misc_feature 

<223> Incyte ID No: 2921920CD1 
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<210> 2 

<211> 1142 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2921920CB1 



<400> 2 
ggagctccga 
ccatgctgag 
ggtgcagtgc 
ccttctcctt 
caggtgatgg 
— -""^'aea.tgjasttG 
atgggaagtg 
cagaggggga 
gcgatgacta 
atgtgcccaa 
ccaacactgg 
cagtgaaata 
atgactttgg 
ttgttgcagg 
gtgctgggat 
tcttcccaca 
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tc 



gtgtccacag 
gacaatgacc 
agcagcagcc 
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cctgtatttt 

tgggggSagG^gc^g gaccc 



gaagggaact 
agactctgct 
tcttctcttg 
cctagaagct 
ctccgcacca 



cacggtgggt 
tggcaactgg 
caagaaccct 
caagtccccc 
cttcctccag 
cagatcaggg 
tgatgctaag 
attcgttcag 
aaaagttact 
gggcaaaccc 
cgttaagagc 
agacagagct 
ggaaaaactg 



gatcgctggt 
gccaactaca 
ggctactacg 
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ggcatctgta 
cttctctgtg 
gagggaattc 
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tgtctaqcag 
.cgtcfcaegag- 
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tggcatctac 
cccagccata 
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<210> 3 

<211> 276 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> misc_feature 
<223> Incyte ID No: 2921920H1 
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<400> 3 

ggagctccga gtgtccacag gaagggaact atcagctcct ggcatctgta aggatgctgt 60 
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ccatgctgag gacaatgacc agactctgct tcctgttatt cttctctgtg gccaccagtg 120 

ggtgcagtgc agcagcagcc tcttctcttg agatgctctc gagggaattc gaaacctgtg 180 

ccttctcctt ttcttccctg cctagaagct gcaaagaaat caaggaacgc tgccatagtg 240 

caggtgatgg cctgtatttt ctccgcacca agaatg 276 

<210> 4 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2921920F6 
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<220> 

<221> unsure 

<222> 266, 370, 398, 419, 428-430, 471-472 
<223> a, t, c, g, or other 
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<210> 5 

<211> 606 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2921920T6 
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<222> 232, 567, 573 

<223> a, t, c, g, or other 
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aaagggcgtt ggctgctctc tcgttattaa 300 

attcccgttg accatacggt gagtaataag 360 

agaccacagg tatggctggg ccattgtcat 420 
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<210> 6 
<211> 360 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 

<223> Incyte ID No: 700589815H1 



<400> 6 

aggttcctgt cattagccgg 
tcggctttct gctgtttctc 
tggaaaccaa caaagggacc 
tcaaggagga gaacacaggg 
tcatctacca gaccttctgt 
gcgtgcatga gaacaacatg 



ccagcaactc tcagctcctg 
atcgttgcca ccagaggggg 
cattctttct ttgactctct 
gctcaagatg gcctctattt 
gacatgacca ctgcaggtgg 
ggtgggaagt gcacagtggg 



ccagacgacc atgacccaac 60 
cagtgcggct aaagaggacc 120 
gtccagaagc tgcaaggaaa 180 
cctgcgcacg gagaatggtg 240 
tggctggacc ctggtggcta 300 
cgatcgctgg tccagtcagc 360 



<210> 7 
<211> 748 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 
"4 <223> Incyte ID No: 207717_Rn.2 



<400> 7 

if? cgatcgctgg tccagtcagc aaggcaacag agcagattac ccagaggggg atggcaattg 60 

ggccaactac aacacctttg ggtctgcaga gggtgccaca agtggatgac tacaagagcc 120 

ctggctactt cgaacatcca ggctgagaac ctgggcatct ggcacgtgcc cttactacag 180 

ccccctgcac aactggagga acagctcctt gctgcggtac cgcaccttca ctggcttcct 240 

gcagcatctg ggccataatc tgtttggcct ctaccagaag tatcccggtg aaatatggag 300 

IP taggaaagtg ttggactgac aatggcccgg cgttacctgt ggtctatgac tatggtggat 3 60 

gctcagaaga ctgcctctta ttattcccca tacggccaga gggaattcac tgcaggattt 420 

i^s gttcagttca gagtgtataa taatgagaga gcggccagtg ccttgtgtgc tggcgtgagg 480 

:^ gtcactggat gcaattctga agctcactgc atcggtggag gaggattctt tccagaaggt 540 

|£j aaccccaggc agtgtggaga cttcggggcg tttgattgga acggatacgg aactcacact 600 

y gggtacagca gtagccgggc gataactgaa gcagccgtgc ttctgttcta tcgctgagaa 660 

ctctgtgggg tggacccaga cttctccaat ctgcaggctc ccaaggcatg gagaaaaaat 720 

gacctagtaa ctaagatggt aatgagca 748 



id 
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<212> PRT 

<213> Homo sapiens 
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<223> Genbank ID No: g8096221 
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<210> 9 
<211> 313 
<212> PRT 

<213> Mus musculus 
<220> 

<221> misc_f eature 

<223> Genbank ID No: g3357909 



<400> 9 

Met Thr Gin Leu Gly Phe Leu Leu Phe He Met Val Ala Thr Arg 
15 10 15 

Gly Cys Ser Ala Ala Glu Glu Asn Leu Asp Thr Asn Arg Trp Gly 

20 25 30 

Asn Ser Phe Phe Ser Ser Leu Pro Arg Ser Cys Lys Glu He Lys 

35 40 45 

Gin Glu His Thr Lys Ala Gin Asp Gly Leu Tyr Phe Leu Arg Thr 

50 55 60 

Lys Asn Gly Val He Tyr Gin Thr Phe Cys Asp Met Thr Thr Ala 

65 70 75 
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